1 REPPER
(1) HusEmmaR D&

O RAHRBREDKREDBHFERULS
LR TLOBED-HDOHR

JEAER AR B & CRT L« P BUSRGYIE Je OV By
BERREUORHEENT TR S 2E) R dh HORIEULIE O Fi AT
WO S CILFL > 2T L OREGEIZE T D458
AN 2 ARE FRAE - AFFE R T S OVTERR 30~4F
2 4RRE A IFTE S &, 36-54, 2021

AR AR FEENIEFE SRt
ABEE LRGSR, BT AR,
ABF T IR WP, 1R AR
AR 7o, AR, A BT KRR,
AR

s ha M RIS (EHEC) D4y 195 B bT 15

(MLVA) OfEROEEMEEZWRT 5720, 7u v’
PNICBWOREEREZFEM L=, $/2, 7uvy 7N
@ EHEC ¥ O 2 TR | JYYE - &2 01
SREIEFE IO TCIERE L H T 5 -2 (H
T AN AT 2 E kD) Webex k= %2 FlH LF
B 2 BB L7, sl b, sl
DEELTZFMEEHOT DH 2 EPMMEHEMEDOER S
NIFERETZTTZOICEE L ST\ 5, HEIER)
KOy PCR ## (Platinum Multiplex Master
Mix : ThermoFisher) (ZX V. HIEIZEHFET S MK
WE— 7 R UGE S EHES THRE N H D (PCR
MEIZEVZE L MVA T— 2 BRSNS D
THIX. O EoDEME L THRFTIESND EE XD
iz,

VA FRBREREIIE o 7 — s S A
JEAT. “HERRBRERMEE 2 — K BB
Bit o #—. PR ENITERT, IR AR BR
Bit Z— MIETEAENIEET, U R AT
Jept. UHTR R OREER TR AT SET, ORI T A AR
BREEMTFEET

<& Adiscernable increase in the severe acute
respiratory syndrome coronavirus 2 R.1
| ineage carrying an E484K spike protein
mutation in Japan

Infect. Genet. Evol., 94, 105013, 2021
Tsuyoshi Sekizuka*!, Kentaro Itokawa™, Masanori

Hashino*, Kazuhiro Okubo™, Asami Ohnishi, Keiko

Goto™, Hiroyuki Tsukagoshi*, Hayato Ehara®,

Ryohei Nomoto™, Makoto Ohnishi*’, Makoto Kuroda™,
Virus Diagnosis Group (NIID Toyama)COVID-19
Genomic Surveillance Network in Japan (COG-JP)

Three COVID-19 waves 1in Japan have been
characterized by the presence of distinct PANGO
lineages (B.1.1. 162, B.1.1.284, and B.1.1.214).
Recently, in addition to the B.1.1.7 lineage
which shows 25% abundance, an R.1 lineage
carrying the E484K mutation in the spike protein
was found to show up to 40% predominance. E484K
could be a pivotal amino acid substitution with
the potential to mediate immune escape; thus
more attention should be paid to such potential
variants of concern to avoid the emergence of
mutants of  concern. Such  comprehensive
real-time genome surveillance has become
essential for the containment of COVID-19
clusters.
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<& Genetic analysis of human parechovirus
type 5 isolated from children in Sapporo,
Japan in the summer of 2018

J. Infect. Chemother., 28, 714- 717, 2022

Asami Ohnishi, Masayuki Kikuchi, Shuji Nakata™,
Ichiro Kobayashi*

Human parechovirus (HPeV) types 1 and 3 are
frequently detected in Japan, but HPeV5 is not
detected. HPeV5 was isolated for the first time
in Japan from seven clinical samples collected
from children in Sapporo as part of the National
Epidemiological Surveillance of Infectious
Diseases from July to August in 2018. Seven HPeV5
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strains that were detected in Sapporo (HPeV5 Sa)
were analyzed in the VPl region by direct
sequencing using Sanger sequencing methods.
Whole genome sequence of these strains was
determined by next—generation sequencing. The
VP1 region of HPeV5 Sa was closely related to
HPeV5 strains detected in Belarus and Germany in
2018, and to those detected in Australia in 2019.
The 3D polymerase region of HPeVb Sa strains
showed a high nucleotide identity to HPeV3
strain detected in Australia in 2013. These
findings suggest that HPeV5 Sa is a recombinant
virus of HPeV5 and HPeV3, and HPeV5 strains that
are genetically closely related to each other
may have circulated in Europe, Japan, and
Australia between 2018 and 2019.

*I' Nakata Pediatric Clinic, Sapporo, Japan.
*2Department of Pediatrics, KKR Sapporo Medical
Center, Sapporo, Japan.
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