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Detection of HTLV-I proviral DNA
by Polymerase chain reaction method

Yoko Ogiya, AkihiroYamaguchi, Masaru Fukushi,
Y asumasa Sato and Y uko Kikuchi

Detection of provird DNA of Human T cell leukemia virus type | (HTLV-I) by polymerase chain
reaction method was developed for a confirmatory test for screening of HTLV-I infection to pregnant woman.
DNA purified from blood samples and dried blood samples were used as sources of template DNA for PCR.
Primers were designed to amplify some regionsin HTLV-I proviral genome. Some primer pairs gave PCR
products from dried blood samples, thus this method will be useful for a confirmatory test of HTLV-I
infection for pregnant woman who were determined to be positive by primary screening with the particle
aggl utination method.



